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Background Results: Stress Fracture Model
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New data suggests that Hox genes are expressed in the postnatal skeleton in the

periosteum. Hox genes are a set of evolutionarily conserved transcription factors that are R | ts: H G = .
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To determine the expression of HoxA11 and HoxD11 genes in the murine ulnar uina.
fatigue/stress fracture model to better understand bone healing mechanisms.

Conclusions
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el | ~ Stress Fracture Model | Preliminary data demonstrates that HoxA11 and HoxD11 are expressed on the periosteal surface of early (3 day) stress
« Cyclically Ioaleed right forearm of skeletally mature (~4month) mice fractures. This suggests that Hox genes become active during the stress fracture healing process.
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